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Cloning and Sequencing of the Human Thalassemic Gene 3654

FANG Xiao-wu, ZENG Rui-ping, HU Bin

(Department of Medical Genetics Sun Yat-sen University of Medical Sciences Guangzhou 510089 China)

Abstract: [Objective] In order to establish the foundation for transgenic mouse model, the human tha-
lassemic gene (3654) was cloned and sequenced. [M ethods] The human 654 gene was amplified by PCR, and
cloned into the plasmid BGT51 in which the human 3 gene was cut out aforehand. The recombinant plasmid was
certified by enzy me-digestion, reverse dot hybridization and sequencing. [Results] A recombinant plasmid was
obtained, which contained the human 654 gene in the correct recombinant direction. Sequencing show ed that

the cloned insert was correct. [Conclusions] The recombinant plasmid constructed is useful for establishing a

transgenic mouse.
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4.2 kb

TGTGGAGCCA CACCCTAGGG TTGGCCAATC TACTCCCAGG AGCAGGGAGG GCAGGAGCCA
CTGACACAAC TGTGTTCACT AGCAACCTCA

GGCAGAGCCA
TGACTCCTGA
AGGTTGGTAT
TTCTGATAGG
AGGTTCTTTG
AGTGCTCGGT
GTGACAAGCT
TGGTTAAGTT
GTGGAAGTCT
TTTTTTTTCT
ACATTAAGTA
ATTCATAATC
TGTTTTAATA
TATACTTTTT
CTCTTTGCAC

GCATATAAAT
ATGGTTGGGA
CACAGCTCCT
TATCAGAAAG
ATTAAAGGTT
TAATAAAAAA
TCAGTGCATT

TCTATTGCTT ACATTTGCTT

GGAGAAGTCT
CAAGGTTACA
CACTGACTCT
AGTCCTTTGG
GCCTTTAGTG
GCACGTGGAT
CATGTCATAG
CAGGATCGTT

TCTCCGCAAT

ACTTAAAAAA
TCCCTACTTT

TGTGTACACA
TGTTTATCTT

CATTCTAALG

TGTAACTGAT
TAAGGCTGGA
GGGCAACGTG
TGGTGGCTGG
CCTTTGTTCC
CATTTATTTT
TAAARCATRA

AAGGTGAGGC TGCAARACAGC

CAAGTAGAGG CTTGATTTGG
TGTCTTTTCA CTACCCATTT

GCCGTTACTG
AGACAGGTTT
CTCTGCCTAT
GGATCTGTCC
ATGGCCTGGC
CCTGAGAACT
GAAGGGGAGA
TTAGTTTCTT

TTTTACTATT
BAACTTTACA
ATTTTCTTTT
TATTGACCAA
ATTTCTAATA
AATAACAGTG

GTAAGAGGTT
TTATTCTGAG
CTGGTCTGTG
TGTGGCTAAT
CTAAGTCCAA
CATTGCARATG
AGAAATGAAG
TAATGCACAT

AGGTTAAAGT
GCTTATCCTG

3

CCCTGTGGGG
AAGGAGACCA
TGGTCTATTT
ACTCCTGATG
TCACCTGGAC
TCAGGGTGAG
AGTAACAGGG
TTATTTGCTG
ATACTTAATG
CAGTCTGCCT
ATTTTTAATT
ATCAGGGTAA
CTTTCCCTARA
ATAATTTCTG

TCATATTGCT
TCCAAGCTAG
TGCTGGCCCA
GCCCTGGCCC
CTACTAAACT
ATGTATTTAA
AGCTAGTTCA

CAAGGTGAAC
ATAGAAACTG
TCCCACCCTT
CTGTTATGGG
AACCTCBRAGG
TCTATGGGAC
TACAGTTTAG
TTCATAACAA
CCTTAACATT
AGTACATTAC
GATACATAAT
TTTTGCATTT

GTGGATGAAG
GGCATGTGGA
AGGCTGCTGG
CAACCCTAAG
GCACCTTTGC
CCTTGATGTT
AATGGGAAAC
TTGTTTTCTT
GTGTATAACA
TATTTGGAAT
CATTATACAT
GTAATTTTAA

GGGCTGGGCA
AACAGACACC
TTGGTGGTGA
GACAGAGAAG
TGGTCTACCC
GTGRAGGCTC
CACACTGAGT
TTCTTTCCCC
AGACGAATGA
TTGTTTAATT
AARGGAAATA
ATATGTGTGC
ATTTATGGGT
AARATGCTTT

TCTCTTTCTT TCAGGGCAAT AATGATACAA

GGTTARGGTA
1
AATAGCAGCT
GCCCTTTTGC
TCACTTTGGC
ACAAGTATCA
GGGGGATATT
ATTATTTCTG
AACCTTGGGA

ATAGCAATAT

ACAATCCAGC
TAATCATGTT
AAAGARATTCA
CTAAGCTCGC
ATGAAGGGCC
AATATTTTAC
ADATACACTA

TTCTGCATAT

TACCATTCTG
CATACCTCTT
CCCCACCAGT
TTTCTTGCTG
TTGAGCATCT
TAAAARAGGGA
TATCTTAAAC

TARAAGTCAG

ATGGTGCACC

GGCCCTGGGC
ACTCTTGGGT
TTGGACCCAG
ATGGCAAGAA
GAGCTGCACT
TTCTTTTCTA
TTGCATCAGT
CTTGCTTTCT
TCTCTGAGAT
TTATTTGCAT
TAARGTGTAA
CTTCTTTTAA
TGTATCATGC
AAATATTTCT

CTTTTATTTT
ATCTTCCTCC
GCAGGCTGCC
TCCAATTTCT
GGATTCTGCC
ATGTGGGAGG
TCCATGRAAG

TGGCAACAGC CCCTGATGCC
2

TTTGCTATGC TGTATTTTAC

CATCTCTCAG CCTTGACTCC

B654

TATGCCTTAT TCATCCCTCA GAAAAGGATT

ATTACTTATT GTTTTAGCTG TCCTCATGAR
ACTCAGTTCT CTTGC

Fig. 3 Result of sequencing of the human 3654 gene in the recombinant plasmid

Compared with GenBank, there were two point mutations in the 8654 gene. 1. M utation C>T; 2. Mutation G—>CC
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